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6. ANAMMOX
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10 pm
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Bacl1f-1492r ANAMMOX
Planctomycetales Pla46f-1492r
NJ
-1 -8 ANAMMOX
BU13 PU1 99%
Candidatus Brocadia anammoxidans
95%
97 Clone PU 1 (16) 4% 95%

Clone BU 13 (24) <+—
Uncultured anoxic sludge bacterium KU1 [AB054006]
Candidatus Brocadia anammoxidans [AF375994] <«—
ANAMMOX Anaerobic ammonium-oxidizing planctomycete [AJ131819]
Planctomycete KSU-1 [AB057453]
Uncultured anoxic sludge bacterium KU2 [AB054007]

Pla46f-1492r Candidatus Kuenenia stuttgartiensis [AF375995]
PU Anaerobic ammonium-oxidizing planctomycete [AJ250882]
ANAMMOX Candidatus Scalindua wagneri [AY254882]

'_{ Candidatus Scalindua brodae [AY254883]
Candidatus Scalindua sorokinii [AY257181]

—
0.02

-8

Bacl1{-1492r

* >95%, ()
BU ANAMMOX



60% B-Proteobacteria
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primer set clone  frequency similarity species
Bacllf & BUI1 12/41 (29%) 93-98% Uncultured anoxic sludge bacterium KU1 (AB054006)
1492r BU2  5/41 (13%) 94-97% Uncultured Planctomycetales (AB176696)

BUI3 5/41 (13%) 93-96% Candidatus Brocadia anammoxidans (AF375994)

BU14 2/41 (5%) 93%  Anaerobic ammonium-oxidizing planctomycete (AJ131819)

BU7  4/41 (11%) 98-99% Uncultured bacterium (AY328574) (beta-proteobacteria)
BU29 3/41 (8%) 98%  Thauera sp. (AJ315678) (beta-proteobacteria)
BU44  2/41 (5%) 95%  Uncultured beta proteobacterium (AY118150)
BU24 1/41 2%) 98%  Beta proteobacterium (AB194096)
BU4  1/41 (2%) 89%  Uncultured bacterium (AY328608) (beta-proteobacteria)
BU25 1/41 2%) 97%  Uncultured bacterium (AY328712) (beta-proteobacteria)
BUl6 1/41 2%) 98%  Uncultured soil bacterium (AY699582) (beta-proteobacteria)
BU18 1/41 2%) 91%  Uncultured alpha proteobacterium (AJ318133)
BU33 1/41 2%) 95%  Bacteriovorax sp. (AY294218) (delta-proteobacteria)
BU20 1/41 (2%) 88%  Uncultured Hydrogenothermus sp. (AY861789) (Aquificae)
BUI 1/41 (2%) 84%  Uncultured Acidimicrobiales bacterium (AY882671) (Actinobacteria)
Plad6f & PU1 14/16 (88%) 94-97% Candidatus Brocadia anammoxidans (AF375994)
1492r PU3  2/16 (12%) 95-97% Uncultured anoxic sludge bacterium KU1 (AB054006)

7.
ANAMMOX C/N
ANAMMOX 50
ANAMMOX 3.0 kg-N m” day
ANAMMOX 3.6 kg-N m™ day™
ANAMMOX
ANAMMOX
ANAMMOX
1) 2004 anammox, ,27,448-452.
2) 2004 ANAMMOX 38
, 370.
3) 2004 anammox N N
27,442-447.

4) van de Graaf et al, (1996) Autotrophic growth of anaerobic ammonium-oxidizing micro-organisms in a

fluidized bed reacor. Microbiology, 142, 2187-2196.
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